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Learning Objectives

At the conclusion of this session, attendees will be able to:
v Integrate HLA/search strategy tools and resources into a comprehensive
roadmap for navigating patient searches,
v Evaluate patient searches for more efficient cell source identification, and
v’ Determine how HapLogic matching predictions can be optimally used to

identify HLA matched donors and cords.
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1 TYPE PATIENT

_ 7
Consider. C-S:arch
High Resolution HLA Typing, Prognosis

Antibody Testing, DPB1 Typing : 0 Tool

High resolution HLA typing Search prognosis tool
Antibody testing Related Donor Services
DPB1 typing
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Search Prognosis Tool

v HLA genotype frequency (GF) gives a measure of the
commonality of a patient’s HLA type

v" An NMDP study demonstrated that GF can be predictive of

search prognosis, or the ability to identify a 10/10 and/or
9/10 URD in the Be The Match Registry

Wadsworth, K. et. al. Bone Marrow Transplant 2016 Nov;51(11):1476-81
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Genotype Frequency as a Search Prognosis Tool

4 )
Patient HLA Type
11:01 18:01 07:01 01:01 05:01
68:02 35:01 04:01 14:01 05:03 Genotype

> 3 10/10 donors

e 1-2 10/10s or

+ Patient Ethnicity — |Frequency|C——) Fair  + No10/10s and
Tool > 3 9/10 donors
* No 10/10s and
< 3 9/10 donors
o J
Fere Wadsworth, K. et. al. Bone Marrow Transplant 2016 Nov;51(11):1476-81
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Online Search Prognosis Tool
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HLA Table Input

See example typing.

Patient HLA Typing:

Example: 01:02 or 07:CGNF

HLA-A 11:01 68:02
HLA-B 18:01 35:01
HLA-C 04:01 07:01
HLA-DRE1 01:01 14:01
HLA-DQB1 05:01 05:03

oo e
BE ae THE MATCH

Self Identified Race and Ethnicity

SIRE (Self Identified Race and Ethnicity)

Self Reported Race is based on the input selection.

White

Genotype Frequency
Genotype Frequency Information

This frequency is calculated for the most probable haplotype pair based on imputation
of the typing.

6.669e-08

SIRE Search Prognosis

Search Prognosis Information

Using the Patient's Genotype and SIRE, we calculate the fregency and use a model to
predict how this patient would fare during the search process.

Fair




Benefits of Search Prognosis Tool

v" Allows physicians/TC/HLA labs to get an early indication of
likely URD search outcome

v" Helps decide when to engage HLA expertise earlier in the
search process

v" Guides early clinical consideration of non-fully matched
URD alternative stem cell source options

IONAL
o o
: BE a0 THE MATCH

Grab your cape.




NATIONAL
MARROW
DONOR

PROGRAM®

2 ENTER TYPING & VIEW RESULTS

_ : C-B & DRB1-DQB 1 Associations
. E"“ - : .= Allele & Haplotype Frequencies
HLA Typing Entry & With Lab, If Applicable : Haplostats & IMGT

Verify HLA typing entry HLA Analysis Tools

Confirm with laboratory? B-C, DRB1-DQB1 associations
Transplant timeframe Allele and haplotype frequencies
View potential donor list in Traxis HaploStats and IMGT
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Patient HLA Entry in Traxis: Case Study example 1

Initial Patient HLA Entry in Traxis: Corrected Patient HLA Entry in Traxis:
A DQEB1

01:01 03:01 | 02:01 : : : : 02:01
03:01 13:02 | 06:09 : : : : 06:09
Potential 10/10 donor list: Potential 10/10 donor list:

A B C DRBE1 DQB1 A B C DRB1  DQB1
PR P P A A A B A B A B A
PP PP A B A B A B A BN A

Q9 o5 1 Qo &8 29 SC 25 o5 Qo
PR P P L3 I 2 &N K3
PP P | L3 I B B I

Q% QG 1 =1 86 o5 29 o9 Qg Q%
PR P PR PP AN A
PP L3 I B B

SC 25 1 S 86 29 29 o9 Qc Q9
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Patient HLA Entry in Traxis: Case Study example 2

Initial Patient HLA Entry in Traxis:

. \( . . . .
# Likely 10/10s Corrected Patient HLA Entry in Traxis: # Likely 10/10s

DRB1

DQB1

DRB1 DOB1
O 02:01 07:02 07:01 08:04 04:02 221
29:02 28:01 07:02 15:01 06:02
/X

J

IMGT Ambiguous Allele Combinations

Locus IMGT/HLA 3.9.0 CWD 2.0.0 : : - .
- Ambiguous lyping combinations over exon 2 + 3

C C*07:19

C C*07:27:01
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WD

WD Combination 1 Combination 2

CHO7: 0101 G+C*07:02:0106 CHO7A9+C*07: 2707

Patient transplanted with 10/10 donor Grab your cape.




Patient HLA Entry in Traxis: Case Study example 3

Initial Patient HLA Entry in Traxis:

A8 ___Jc___jorer ocei [B el 107 HLA Typing

01:01 08:01 07:01 03:01 02:01

Uncommon B/C association (08:01-06:02) AND homozygous B

68:01 06:02 10:01  05:01 A B C DRBL DQB1
3 K3 ]
PP A
% 5 1 55 99

Corrected Patient HLA Entry in Traxis:

__- # Likely 10/10s HLA Typing Outcome

01:01 08:01 07:01 03:01 02:01 130 Common B/C association (37:01-06:02) | 10/10 Transplant

68:01 |37:01 |06:02 10:01  05:01 B C DRB1 DQB1

IEI AN AR A RN A
A B A AN AN A
99 99 99 99 99
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2 ENTER TYPING & VIEW RESULTS

_ : C-B & DRB1-DQB 1 Associations
. E"“ - : .= Allele & Haplotype Frequencies
HLA Typing Entry & With Lab, If Applicable : Haplostats & IMGT

Verify HLA typing entry HLA Analysis Tools

Confirm with laboratory? B-C, DRB1-DQB1 associations
Transplant timeframe Allele and haplotype frequencies
View potential donor list in Traxis HaploStats and IMGT
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NMDP HLA Allele and Haplotype Frequencies

Based on the HLA typing of donors on the
Be The Match registry

‘ I ;

& BEZS THE MATCH @Y

o o @ Helps identify donor populations that carry

HLA allele/haplotype frequencies differ
among different ethnic groups

J

¢

HLA alleles/haplotypes of interest

“a ' Form the basis of the HapLogic
> T matching algorithm
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NMDP Haplotype Frequencies, by the numbers

/ N/ )
6,#9 6 HLA loci
misnion HLA-A, -B, -C, -DRB1,
\Sllb]thS )\ -DQB1,-DRB3/4/5

23 ETHNIC GROUPS
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Accessing NMDP Allele and Haplotype Frequencies
T cwicas | Nework Search Bioinformatics (o]

High Resolution HLA Alleles and Haplotypes in the US
Population
*vonon. HLA-A XLSX ALS About Us
HLA-B XLSX ALS
HLA Resources Se: HLA-DRB1 XLSX ALS
el HLA-C XLSX ALS
Haplotype Frequencies Allele HLA-DOBA ¥ SX ¥LS
HLA-A~B XLSX ALS
Haplotype 2
Frequencies HLA-A~B~DRB1 XLSX  XLS =
HLA-A~B~DRB1~DQB1 XLSX ALS
A-B-DRE1224 Haplotype
Frequencies HLA-A~C~B XLSX ALS
HLA-A~C~B~DRB1 XLSX XLS  [acelethnic categories

High-Resolution HLA

Alleles and Haplotypes in HLA-A~C~B~DRB1~DQB1 XLSX XLS
the US Population

HLA-B~-DRB1 XLSX ¥LS  E Frequencies
IJ_Iewish High-Resqut!'nn HLA.C~B YLSX ¥LS mmunology. Available
NATIONAL aplotype Frequencies
e HLA-C~B~DRB1~DQB1 XLSX XLS
PROGRAM® Be The Match Registry
Haplotype Frequencies HLA-DRB1-DQB1 ASX | AS | pjpinformatics.bethematchclinical.or




HLA-C~B Association Table

C B AFA_freq ~ |AFA_rank -1|API_freq - |API_rank - |CAU_freq ~ |[CAU_rank * |HIS_freq ~ |HIS_rank ~
E*ﬂ-ll:ﬂlg B*53:01 0.10750 1 0.00073 102 0.00363 L4 0.01530 16
C*02:02g |B*15:03g |0.06076 2 0.00012 165 0.00076 66 0.01129 26
C*07:02g |B*07:02g |0.05984 3 0.02923 12 0.12300 1 0.05652 2
C*04:01g |B*35:01g |0.05482 4 0.03018 11 0.05588 4 0.06563 1
C*17:01g |B*42:01 0.05262 3 0.00012 168 0.00032 92 0.00628 45
C*06:02g |B*58:02 0.04008 b 0.00007 212 0.00013 132 0.00365 63
C*16:01 |B*45:01g |0.03735 7 0.00041 121 0.00072 69 0.00920 32
C*04:01g |B*44:03 0.03164 8 0.001595 13 0.01567 18 0.01478 18
C*03:04g |B*15:10 0.03088 9 0.00027 140 0.00031 95 0.00445 232
C*07:01g |B*49:01 0.02804 10 0.00287 61 0.01611 17 0.02362 9
Code 2:\23: Ethnic
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AFA

African American

API

Asian or Pacific
Islander

CAU

Caucasian

HIS

Hispanic
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:: Search Strategy Advice (SSA)

DETERMINE SEARCH STRATEGY
I

Well Typed Donors Potential Donors Available, Cord Blood Unit
>90% Likelihood to Match Matching is Uncertain Search

Matched or Mismatched
(10,10, 8/8, 8/10, 7/8)

OQ FastTrack
Qo Search

Consider:
Proceeding Directly
to Workup

Evaluate Donor
Age & DPB1
Matching /1, 2}
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@ Evaluate Matching Predictions
of Donors on the Potential List
@ Search BMDW & Coop Lists
-
0 Haplostats

Lé Are there 8/8 matched or G*03:03/03:04
permissively mismatched donors? (3, 4}
E Are there unidirectional

mismatched donors? (5)

Evaluate Donor Age & DPB1 Matching (1 2)

O Cord Blood

Consultation
OO Service

-
Allele Reveal
o i

Matching at HLA-C,
Antibodies

Criteria;

TNG/kg
CD34/kg
x/8 Matching
RBC Depletion

Total Frozen Volume (6}

Grab your cape.




Search Strategy Advice (SSA)

v" Make donor/cord blood unit recommendations based on TC criteria

v Advisors with HLA expertise use patient HLA typing along with knowledge of
haplotypes and linkage frequencies to develop a search strategy

AN

Search Be The Match registry and all global registries

AN

Turnaround time within 3-5 days

v Free service that requires no commitment

» Request for some or all patients

NATIONAL
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Well Typed Donors
>90% Likelihood to Match

Matched or Mismaltched
(10,10, 8/8, 9/10, 7/8)

o >90% likelihood to match

_ FastTrack Search
Consider:

Proceeding Directly

i Wadap Proceed directly to workup

Evaluate donor age and DPB1 matching

Evaluate Donor
Age & DPB1
Matching (7, 2)

Grab your cape.




CT at WU: Recommendations for donor typing

High-resolution, well-typed donors that are likely to match can CT at WU.

/ A B C DRB1 DQB1 A B C DRB1 DQB1 \
A A BN A B A I A 11:01 35:01 04:01 11:04 03:01
A A B A A B A 24:02 35:02 04:01 11:04 03:01
99 99 EE 99 99 CT WU
A B C DRB1 DQB1 A B C DRB1 DQB1
‘Pl r Bl r BRIl r I P 11:AWFBF = 35:BCZHB  04:BCZHM = 11:AMFTT = 03:AWFCW
B B2 B B2 24:AYRZE | 35:TXYP | 04:BCZHM | 11:AMFTT | 03:AWFCW
\99 99 |99 99 | Q9 /
(T a B C DRB1 DQB1 A B C DRB1 DQB1 )
i3 3 | A | 11:BMTS 35:BEZX 11:04 CT
I N A | 24:BZBD 35:02 11:04
WEE 99 99 99 99
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Matching is Uncertain
@ Evaluate Matching Pred_ictiu.ns ] ] .
of Donors on the Potential List Match”’]g 1S uncertaln

@ Search BMDW & Coop Lists

Evaluate predictions on the Potential List

g?ﬂplnstats Should donors be HR typed?

Are there 8/8 matched or C¥03:03/03:04
permissively mismatched donors? (3, 4}

5 Are there unidirectional

mismatched donors? {5/
Evaluate Donor Age & DPB1 Matching (1, 2,

o B Grab your cape.




HaplLogic Predictions: Things to Keep in Mind

v'HapLogic prediction of 1% can often be closer to 0%

v Predictions at low and high ends are most accurate

v Predictions in intermediate ranges are pessimistic
(HapLogic tends to predict lower)
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BE

HaplLogic Accuracy

09 -
08 -
0.7 -
06 -
05 -
04 -
0.3 -+
02 -
0.1 -

Observed Match Rate

THE MATCH'

- 24000
l i . ! - 20000
. 5

] t 16000

- 8000

Number of Cases in Each Prediction Range

=l il i wm wm wm B :

—

=

~
o

v'z = v 8@ = @

o
o o o o = = =
Average Predicted Match Rate
= Total Matche - - - Expected Maiches
Total in Rangse . Clbsenleed Match Rate

Dehn, et al. Biol Blood Marrow Transplant 22 (2016) 2038-2046




HapLogic Probability: Case Study example 1

DONOR
PROGRAM®

MCat Pr{n) of Pr{n) of A B DRB1
10 (%) 8 (%)

10/10 10/10=7 8/8=7 ‘PN P |
9/10=96  7/8=97 & &3

Donor1 Japanese 8/10=99 | 6/8=99 99 99 a9
10/10 10/10=7 8/8=7 ‘PN P P |
9/10=96  7/8=97 & &3 p |

Donor 2 Japanese 8/10=09 | 6/8=99 99 | 99 99
10/10 10/10=7 8/8=7 ‘PN P P |
9/10=96  7/8=97 & &3 p |

Donor 3 Japanese 8/10=99 | 6/8=99 99 99 a9
10/10 10/10=7 8/8=7 ‘PN P P |
9/10=96  7/8=97 & &3 p |

Donor 4 Japanese 8/10=99  |6/8=99 99 | 99 99

NATIONAL
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HapLogic Probability: Case Study example 1

Donor 2

Donor 1

Donor 3

Donor 4

NATIONAL
MARROW

Japanese

Japanese

Japanese

Japanese
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MCat

10/10

9/10

9/10

9/10

Prin) of

10 (%)

10/10=99
9/10=949
8/10=99

10/10=0
9/10=09
8/10=09

10/10=0
9/10=99
8/10=09

10/10=0
9/10=99
8/10=09

Pr(n) of

8 (%)

8/8=199
7/8=99
6/8=09

8/8=0
7/8=949
6/8=049

8/8=0
7/8=949
6/8=049

8/8=0
7/8=949
6/8=049

A
A
A

99
A
LA

99
P
P

99
P
P

99

B
A
A

99
A
A

99
P
P

99
P
P

99

DRE1

C
A
A
99
A
o
0
>
o
0
>
o

o Lo o O
o o o Lo

Grab your cape.



HapLogic Probability: Case Study example 2

Patient: Asian - Filipino 24:07 15:02 08:01 12:02 03:01
34:01 40:02 15:02 15:02 05:02
MCat  Pr(n) of Pr(n) of A B C DRB1 DQB1 A B C DRB1 DQB1
10 (%) 8 (%)
Donor 1: 10/10 10/10=66  8/8=68 24:4X 15:02 12:02
: - 9/10=95  7/8=97 34: XX 40:BKEZ 15:02
Asian - Filipino 8/10=00 6/8=99 71 a9 a5 a9 a2
_ 10/10 | 10/10=66  8/8=68 [ A | 24: %X 15:02 12:02
Donor 2: 9/10=95  7/8=97 P | 341 %X 40:PIA 15:AFB
Asian - Filipino 8/10=99 | 6/8=99 71 00 as a9 92
Donor 3: 10/10 10/10=66  8/8=68 | A | 24:XX 15:02 12:02
. o 9/10=95  7/8=97 (P | 34: XX 40:BXZM 15:02
Asian - Filipino 8/10=99  6/8=99 71 99 95 99 92
) 10/10 | 10/10=66  8/8=68 24: %X 15:02 12:02
Donor 4: 9/10=95  7/8=97 34:XX 40:BKEZ 15:02
Asian - Filipino 8/10=99 | &/8=99 71 99 as 99 92
BieinG 5 10/10 10/10=61  8/8=64 P M P | P | 524 575 12:MN
- o 9/10=88  7/8=92 P [l P | (P | 534 s61 15:ADE
Asian - Filipino 8/10=03 6/8=95 68 94 89 a9 a0

NATIONAL
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Potential Donors Available,
Matching is Uncertain

Evaluate Matching Predictions

of Donors on the Potential List MatChlng |S UnCertaIn

Use HaploStats to evaluate likelihood of matching

-
O Haplostats

Are there 8/8 matched or C¥03:03/03:04
permissively mismatched donors? (3, 4}

5 Are there unidirectional

mismatched donors? {5/
Evaluate Donor Age & DPB1 Matching (1, 2,

o B Grab your cape.




HaploStats Overview

NMDP dataset |[ A Dataset

' NMDP full 2011 v
— Populations
. |#| AFA - African American | API - Asian or Pacific Islander
Po pu lations [ AAFA - African American [ AINDI - South Asian Indian [ KORI - Korean
[ | AFB - African || FILII - Filipino || NCHI - Chingse
| CARB - Caribbean Black || HAWI - Hawaiian or other || SCSEAI - Southeast Asian
Pacific Islander [ ] VIET - Vietnamese
] JAPI - Japanese

|#| CAU - Caucasian [# HIS - Hispanic [# NAM - Native American
| MEMAFC - Middle Eastern or [ CARHIS - Caribhean Hispanic ] AMIND - Morth American Indian
Morth Coast of Africa [7] MSWHIS - Mexican or Chicano [] CARIBI - Caribbean Indian
"/ EURCAU - European Caucasian [] SCAHIS - South or Central American Hispanic
‘ Select All ‘ ‘ Clear Populations |
— Haplotype Loci

Haplotype Loci || [a~c-8-DrBi~DaB1 .

— HLA type

Err:ter
HLA A B C DRB1 DQBA DRB3 DRB4 DRBS5

type:

02:01 5401 01:02 04-05 04:01

BEaleeoz Jloroz  Joro2  Joror  Jesor | I | \l

U BE 2% THE MATCH'
s Grab your cape.
www.haplostats.org
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HaploStats: Case Study example 1

ant: Asi 02:01 35:01 03:03 04:05
Patient: Asian - Japanese 11:01 40:06 08:01 09:01

MCat Pr(n) of Pr(n) of A B C DRB1
NMDP donors: 10 (%) 8 (%)
unlikely 8/8s 10/10  10/10=1  8/8=2 K3 P
y / Donor 1 9/10=3 7{8=6 ﬂ ﬂ n
8/10=7 6/8=30 46 8 6 95
| 10/10 | 10/10=1 8/8=1 2 B3 P |
...check BMDW! - o/10~2  |7/8-3 — =
8/10=4 6/8=31 48 7 1 84
10/10  10/10=1 8/8=1 E 2
Donor 3 9/10=2 7/8=3 B 3 P+
8/10=4 6/8=31 48 7 1 84
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HaploStats: Case Study example 1

Patient: Asian - Japanese

PROGRAM®

A*02:AKHNX = 02:01/02:06/...
A*02:WPAD = 02:01/02:09/...

02:01 35:01 03:03 04:05
11:01 40:06 08:01 09:01
BMDW: 8/8 matched Japan donors
MCat A B C | DRB1 A B C DRB1 67%|A02:06+A*11:01 | 1N
CT03:03+C*08:01
1w I IER E ES 02:AAYAC | 35:AAUKN | 03:AAMGF | 04:WNEF B*35:01+B*40:06
&2 B2 O 2 11:AAYFY | 40:AAVGN = 08:AAMTE | 09:WNHB DRB1*04:05+DRB1*09:01
DQB1*03:03+DAB1T*04.01
w10 Il B E E3 02:AKHNX | 35:AKNNS = 03:AKFWP = 04:AFGGU
El Bl KX Kl | 11:AKHXZ | 40:AKPKC  08:AKGGF  09:AKKHS
/10 I I KR IR | 02weaD | 35:wiul | 03:WGUY | 04:WNEF 99% | Ar02:01+A*11:01 | I
2 &2 2 B2 11:WPGF | 40:WKPW  08:WHD]  09:WNHE  ———> C*03:03+C*08:01
B*35:01+B*40:06
DRE1*04:05+DRE1709:01
N DQBE1*03:03+DQAB1*04:01
NATIONAL A*02:AAYAC = 02:01/02:06/...
S BE 25 THE MATCH




HaploStats: Case Study example 2

Patient: Asian - Korean 02:01 13:01 03:02 01:01
33:03 58:01 03:04 13:02
NMDP Summary Counts: MCat Pr(n) of Pr(n) of A B C DRB1
10/10=0 10 (%) 8 (%)
9/10 = 473 9/10  10/10=0 8/8=0 ‘m B r B A
- Donor 1 g.ﬂflﬂ=gﬂ ?fﬂ:gg n n n
8/10=99 6/8=99 0 00 Q0
9/10  10/10=0 8/8=0 ‘m B r B A
Donor 2 9/10=98§ 7/8=09
...check BMDW! ioces  |oiaes I3 I3 KN
9/10  10/10=0 8/8=0 ‘Mm B r B A
Donor 3 9/10=9§ 7/8=99 n n n
8/10=99 6/8=99 0 Qo0 Qo0

NATIONAL
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HaploStats: Case Study example 2

BMDW: potential 8/8 donors

Demographics
Add/Remove Data

China-CMDP
Donor Count: 1

Brazil
Conor Count: 2

China-CMDP
CDonor Count: 1

kKorea-KOMNOS
Donor Count: 1

Korea-EKOMNOS
Cronor Count: 1

NATIONAL
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DONOR
PROGRAM®
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MCat A
10/10 1N
LA
10/10 N
P
10/10 N
P
10/10 IGH
P
10/10 1N
P

B8 BE ER BB 2 -

C

Patient: Asian - Korean

02:01 13:01 03:02 01:01
33:03 58:01 03:04 13:02
DRB1 DQB1 A B C DRB1
| A | 02:BGNHR | 13:BFBTV | 03:BFBZN 01:01
(A | 33:03 58:01 03:BFBZU 13:02
P | 02:XX 13:XX 01:XX
(P | 33:XX 58: XX 13:XX
P | 02:BGNHR = 13:BFETV 01:AWFDC
A | 33:BFBYR | 58:AHTPA 13:02
P | 52 513 51
P | 533 558 513
| A | 52 513 01:01
P | 533 558 13:AB

99%

<1%

96%

82%

82%



Potential Donors Available,
Matching is Uncertain
@ Evaluate Matching Predictions
of Donors on the Potential List

@ Search BMDW & Coop Lists

-
O Haplostats

Are there 8/8 matched or C¥03:03/03:04
permissively mismatched donors? (3, 4}

5 Are there unidirectional
mismatched donors? {5/
Evaluate Donor Age & DPB1 Matching (1, 2}

Matching Is uncertain

Permissively mismatched donors
8/8 match (DQB1 mismatch)
C*03:03/03:04

Unidirectional HvG mismatched 7/8 donors

Grab your cape.



Allele Reveal Overview

NATIONAL . ‘
Maintenance | Help|| Logout
" Iﬂﬁ]:-_.ﬁﬂ?;: User Guide

PROGRAM" . NMDP Help Desk
Home | New Patient | Allele Lookup

Allele Reveal Beta Mode +—

About Traxis

Allows user to better understand details of the search

Phenotype
Displays more comprehensive HLA information for Pheno 1 v )

NMDP donors and cord blood units info

Most likely allele level typing in place of allele codes
and at untyped loci, based on the HaplLogic algorithm
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Permissive Mismatch: Case Study example

i 02:01 15:01 03:03 04:01 03:01
Patient 02:01 v 04:01 10:01 05:01
MCat Prin) of Pr{n) of A B C DRB1 DQB1
10 (%) 8 (%)
Donor 1: 49 f  10/10 m{fm=55 B§8=55 ‘P e B P B A B P |
- 9/10=99  7/8=09 Pl s B B A Bl A
8/10=99 | 6/8=99 ag ag 65 ag a9
) 10/10  10/10=52  8/8=50 P M P | A B P |
Donor 2:31F 9/10=99 | 7/8=99 = B ™ B
8/10=99 | 6/8=99 90 99 59 99 99
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Permissive mismatch: C*03:03/C*03:04

Allele Reveal

C Genotype Probabilities
Genotype Percent MatchGrade
C*03:03+C*04:01 65% A4

c*n4:01 35% LA

)

Grab your cape.



Cord Blood Unit
Search

oo Cord Eluu_d
Consultation
OO Service

-
Allele Reveal

&

Matching at HLA-C,
Antibodies

Criteria.
TNG/kg
CD34/kg
X/ 8 Matching

RBC Depletion
Total Frozen Volume (6)

Cord Blood Unit Search

Cord Blood Clinical Consultation service

Use Allele Reveal to help predict matching

Grab your cape.



Allele Reveal: Case study example 1

Patient typing

Potential 6/8 cord blood unit

A B C DRB1 DQB1 A B C DRB1
ST - — — Use Allele Reveal mode in Traxis
B B P | 24:XX 51:AFKE [13:xx] . .
% 90 o ©o 1 to avoid two DRB1 mismatches
H H L Info ti
Likely double DRB1 mismatch eeus Information
DRB1 Genotype Probabilities
A B C DRB1 Genotype Percent MatchGrade

I 02010 B8 07:02¢ (14:020) 0 04:01 |DRB1*04:01+DRB1*13:01  76% | M L
Il 24:020 3 51:019 (07:020) [IEA DRB1¥04:01+DRB1*13:02 21% M A
99 infeld) 99 mie(Q 9 mfe 0 mield DRB1%04:01+DRB1*13:03 3% ML

DRB1*04:01+DRB1*13:05 1% ML
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Allele Reveal: Case study example 2

Katient typing \

A
02:01 07:02 02:02 01:01
24:02 51:01 07:02 13:02

Antibody report

Class | Class Il

Al1l, 23, 24, 68, 69 DR17, 18
B8, 44, 45, 57, 58, 82 DQ2, 4

Potential 6/8 cord blood unit

Q/S, 14, 15 DP10, 11, 13, 23, 28 /

NATIONAL
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A B C DRB1 DQB1 B C DRB1
A B A | A | 02:01 07:02 01:01
M B A | A | 01:01 51:01 13:02

0 99 6 99 92
A B C DRB1
Y o02:01g¢ Y 07:02g¢ (01:029) M 01:01ge
) o1:01g¢ FN 51:01ge (07:020) [FY 13:029«
0  info (d) 99 info (d) 6 info 99 info (d)

Locus Information

C Genotype Probabilities

Genotype Percent MatchGrade
C*01:02+C*07:02 29% M A
C*14:02+C*07:02 28% M A
C*15:02+C*07:02 23% M A
C*02:024+C*07:02 6% AA
C*16:02+C*07:02 3% M A
C*04:01+C*07:02 2% M A
C*05:01+C*07:02 2% M A
C*12:03+C*07:02 1% M A
C*07:02+C*07:02 1% M A

C*16:01+C*07:02 1% M A

Use Allele Reveal to
identify units that
could carry an
antigen to which
the patient has a
reported antibody




4 SELECT POTENTIAL SOURCES

Consider: (PQ) search
NG

Assistance Funds

TC Criteria, Patient Antibodies, Donor Last Contact Date

TC criteria Apply for Search Assistance Funds
Patient anti-HLA antibodies

Donor last contact date
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Search Assistance Funds to the rescue...

e Insurance doesn’t cover search costs

¢ Search coverage is inadequate for what you need to request

e Patient doesn’t have insurance yet (waiting for Medicaid approval, for example)
e You're waiting for prior authorization

e Fill in other financial or insurance barrier here

¢ Can cover Fast Track Service and workup/procurement costs, as well
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5 REQUEST TYPING

Consider:
CT vs Customized Typing, Tumaround Time

6 REQUEST WORKUP OR SHIPMENT
Donor typing FastTrack Testing
CT vs. HR screening Electronic forms reporting

Select backup donor(s)

NATIONAL v
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NMDP Laboratory Services

FastTrack Testing
v" Rapid, high quality, cost-effective histocompatibility testing
» Partnership with an ASHI-accredited contract laboratory
» Turnaround time of 3 business days
> Allele level confirmatory testing
» Additional testing: KIR, CCR5 A32 mutation, Antibody screening, Crossmatch, Chimerism
Electronic Forms reporting
v NMDP Lab Services staff will work with your lab to set it up
» Elimination of paper Form 117 and/or Form 22
» More immediate HLA results from Traxis

» Reduced potential for submission errors

NATIONAL ..
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HLA typing

high resolution

antibodies )
DPB1 Traxis
SSA
10/10, 8/8, 9/10, 7/8
BMDW/Coop
CBUs Donor/CBU selection

search assistance funds
HR, CT, WU request

Forms 117, 22
Transplant
L BE 28 THE MATCH

PROGRAM® Grab your cape.
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